
 

 

 

 

 

 

PREVALENCE OF BEAN ROOT ROT PATHOGENS 
IN THARAKA NITHI COUNTY, KENYA 

Araka, A. M. Muraya, M.M. Kuria, E. K. 
Volume 30, Issue (2), 2025 

 

 

 

 

 

 

 

Apiud M. Araka(1,*) 

Moses M. Muraya (2) 

Eric K. Kuria(3) 

 
 

 

Received: 27/09/2024 

Revised: 13/11/2024 

Accepted: 20/12/2024 
 

 
 

 
 
 
 

 
 ـــــــــــــــــــــــــــــــــــــــــــــــــــــــــــــــــــ

1 Department of Biological Sciences Faculty of Engineering Science & Technology, Chuka University, Kenya 
2 Department of Plant Sciences, Faculty of Agriculture, Chuka University, Kenya  

3 Department of Biological Sciences, Faculty of Engineering Science & Technology, Chuka University, Kenya    

* Corresponding Author’s Email: apiudaraka@gmail.com 
 

 

 

 

 

37 https://journals.ust.edu/index.php/JST 

© 2025 University of Science and Technology, Aden, Yemen. This article can 

be distributed under the terms of the Creative Commons Attribution 

License, which permits unrestricted use, distribution, and reproduction in 

any medium, provided the original author and source are credited. 

2025 © 

mailto:apiudaraka@gmail.com
https://journals.ust.edu/index.php/JST


Araka, A. M. Muraya, M.M. Kuria, E. K. 

Volume 30, Issue (2), 2025 

 

Prevalence of Bean Root Rot Pathogens in Tharaka Nithi County, Kenya 
 

Apiud M. Araka 

Department of Biological 

Sciences, Faculty of 

Engineering Science & 

Technology, Chuka University, 

Chuka, Kenya 

apiudaraka@gmail.com 

Moses M. Muraya 

Department of Plant Sciences, 

Faculty of Agriculture, Chuka 

University, Chuka, Kenya 

moses.muraya@chuka.ac.ke 

Eric K. Kuria 

Department of Biological 

Sciences, Faculty of 

Engineering Science & 

Technology, Chuka University 

Chuka, Kenya 

ekuria@chuka.ac.ke 
 

Abstract— Kenya is among the top common bean producing 

countries globally with an annual production of 0.76 million 

tonnes worth Ksh. 60 billion. However, its production faces 

several biotic and abiotic challenges. Among these challenges 

is the root rot disease, which causes an estimated yield loss of 

70% every year. The disease is caused by several soilborne 

pathogens, making it difficult to control through use of 

cultural practices, chemicals and development of tolerant 

varieties. This study was carried out in five bean growing 

agroecological zones in Tharaka Nithi County, Kenya during 

the long rains season (March to April) of 2023. The aim of 

the study was to determine the prevalence of the root rot 

disease pathogens in different agroecological zones in the 

county. A descriptive survey design was used to collect data 

on prevalence of the disease in farms. Analysis of variance 

was used to determine if there were significant differences in 

prevalence between different agro-ecological zones. Further 

the significant means were separated using Least Significant 

Difference at α = 0.05. The findings of the study showed that 

bean root rot disease was caused by four main soilborne 

microorganisms including Fusarium, Macrophomina, 

Pythium and Rhizoctonia spp which occurred in all 

agroecological zones of the county. The highest disease 

prevalence (37.58%) was in AEZ UM3 followed by LM4 

(34.17%), LM5 (20.63%), UM2 (18.2%) and UM1 (16.76%) 

respectively. Additionally, the prevalence of the disease 

pathogens varied significantly (p < 0.05) across the 

agroecological zones in the county. Therefore, appropriate 

measures should be employed to control and reduce yield loss 

associated with the disease. 

Keywords— Agroecological Zone, Common Bean, 

Prevalence, Root Rot Disease. 

I. INTRODUCTION 

Common bean (Phaseolus vulgaris L.) is among the most 

widely cultivated legumes across the world [1]. The crop is 

directly consumed by 400 million people in Africa and 250 

million people in South and Central America [2]. It is 

consumed by people in form of cooked pods, leaves or seeds 

[3]. In most cases, they are cooked with cereals for a balanced 

diet to deal with malnutrition [4]. Common bean is a major 

source of protein, carbohydrates and useful micronutrients [1]. 

Additionally, it is a source of income to majority of 

households in rural areas in Sub Saharan Africa [5]. 

Common bean production is a widespread farming 

practice in Latin America, Asia and sub-Saharan Africa [6]. 

Approximately 28.9 million metric tonnes of dry bean are 

produced annually from 33.1 million hectares worldwide [7]. 

Myanmar, India, Brazil, China and America are the top ranked 

bean producing countries in the world [3]. In Africa, 7.1 

million metric tonnes of common bean are produced from an 

area of 7.8 million hectares. Kenya is ranked ninth in the 

world and third in East Africa as dry bean producer with 

approximately 0.76 million metric tonnes annually [7]. In 

Kenya, the common bean is cultivated by more than three 

million farmers in Central, Rift Valley, Coast, Western, 

Nyanza and Eastern regions [8]. The dry bean production in 

Tharaka-Nithi county, is estimated to be around 6 015 tonnes 

from an estimated area of 6 928 hectares [9]. 

Several biotic and abiotic factors that seriously 

compromise yields of common beans [10]. One of the major 

factors affecting bean yields is the root rot disease [11]. The 

disease is caused by several soil borne pathogenic fungi and 

oomycetes [12]. The pathogens include: Fusarium spp 

(fungus), Macrophomina spp (fungus), Pythium spp 

(oomycete) and Rhizoctonia spp [(fungus) 13]. However, there 

is limited information on prevalence of the bean root rot 

disease in different agroecological zones (AEZ) in Tharaka 

Nithi County, Kenya. The study found that multiple soil-borne 

pathogens, prevalent in all bean-growing AEZ across the 

county, caused the disease. These pathogens include 

Fusarium, Macrophomina, Pythium, and Rhizoctonia spp. 

The disease prevalence in different AEZ was as follows UM3 

(37.58%), LM4 (34.17%), LM5 (20.63%), UM2 (18.2%) and 

UM1 (16.76%) respectively. In addition, the was significant 

(p < 0.05) variation of disease pathogens across the 

agroecological zones in the county. Therefore, this study 

provides useful information on the prevalence of root rot 

pathogens in different bean growing AEZ in Tharaka Nithi 

County, Kenya, thus critical in choosing appropriate strategies 

to control them. 
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II. MATERIALS AND METHODS 

A. Study Area 

The study was carried out in the major bean growing 

agroecological zones in Tharaka Nithi County, Kenya. The 

county borders the counties of Embu to the south and 

southwest, Kirinyaga and Nyeri to the west, Meru to the north 

and northeast, and Kitui to the east and southeast. It lies 

between latitude 00° 07’ and 00° 26’ South and between 

longitudes 37° 19’ and 37° 46’ East. The highest altitude in 

the county is 5,200 m in Chuka and Maara while the lowest 

is 600 m in Tharaka. The county is divided into six main 

agroecological zones (AEZ). These AEZ include upper 

midland UM 1, 2, 3, and 4, Lower midland 4 (LM 4), and 

Lower midland 5 (LM 5) [14]. The upper midland zones 

receive adequate rainfall for farming and the temperatures 

range between 14 °C to 30 °C. The lower zones are semi-arid 

and receive less rainfall with the temperature range between 

22 °C and 36 °C or sometimes up to 40 °C. The main types of 

soil in the agroecological zones are nitisols, ferrasols, 

regosols and vertisols. The soils have a pH range between 

4.41 to 7.16 with low amount of organic carbon [15]. The 

relative humidity across the agroecological zones ranges 

between 40-80 % depending on the time of the year [16]. 

Specifically, the study was conducted in LM 5, LM 4, UM 3, 

UM 2 and UM 1 (Fig. 1). 

C. Sampling Procedures 

A cluster random sampling was used in this study. The five 

agro ecological zones; (LM 5, LM 4, UM 1, UM 2, and UM 

3), constituted the clusters. Sample size distribution among 

the five agro ecological zones was as given in the Table 1. 

Table  1.  Sample  size  distribution  among  the  five 
  agroecological zones of Tharaka Nithi County  

Agroecological 
     Zone  

Number of 
Farms  

Sample Size 

LM 4 3153 50 

LM 5 2562 41 

UM 1 4139 66 

UM 2 6307 101 

UM 3 7489 120 
Total 23650 378 

 

 

D. Data Collection 

Three hundred and seventy-eight bean farms in the county 

were surveyed to assess the prevalence of bean root rot 

disease. Ten plants along equally spaced parallel transects 

were randomly selected and observed for the presence or 

absence of root rot disease symptoms in each sampled farm. 

Data on number of diseased plants was recorded in tabular 

form. The symptoms displayed by each diseased plant were 

observed and recorded. Then, the symptoms recorded were 

matched with those of root rot diseases described in the 

International Center for Tropical Agriculture (CIAT) 

handbook for bean disease and pest identification [16]. This 

enabled systematic identification of bean root rot diseases. 

The prevalence of the disease in the different 

agroecological  zones  was  calculated  as  follows  [18], 
 

Disease prevalence (%) = Farms with disease 
Total farms surveyed 

x 100 

 

 

Fig. 1. A Map Showing the Location of the Surveyed Farms 

in the Study Area 

B. Sample Size Determination, Target Population and 

Sampling Method 

The population of the study was bean farms within the five 

agroecological zones in Tharaka Nithi County: LM 5, LM 4, 

UM 1, UM 2, and UM 3. There were estimated 23650 dried 

bean farms within these agroecological zones (Personal 

Communication with Sub-county agricultural officer, Maara, 

25/10/2021). The target population was all bean farmers in 

the five agroecological zones across Tharaka Nithi County. 

The sample size was determined as follows [17]. 

E. Data Analysis 

Descriptive statistics were used to summarize data into means 

and percentages. Analysis of variance (ANOVA) was used to 

determine the effect of the agroecological zones on 

prevalence of root rot disease (α = 0.05). Mean separations 

were done using least significant difference (LSD) at α = 0.05. 

 

III. RESULTS 

Bean root rot disease in Tharaka Nithi County, Kenya was 

caused by 4 main pathogens which include Fusarium, 

Macrophomina, Pythium and Rhizoctonia spp. The disease 

was prevalent in all the 5 bean growing agroecological zones 

of the county. The highest bean root rot disease prevalence 

(37.58%) was recorded in AEZ UM3 followed by LM4 

n =  
𝑝(1−𝑝) (1) (34.17%). Agroecological zone LM5, UM2 and UM1 had a 

𝑒2 𝑝(1−𝑝) 

𝑧2+  
𝑁 

where, n= sample size, N= population size (23650), e = 

acceptable sampling error (e = 0.05), p = population 

proportions (p = 0.5), z = z value at reliability level 95 % or 

significance level 0.05; z = 1.96. 

Hence, 378 farms were randomly selected within the five 

agroecological zones surveyed. 

disease prevalence of 20.63%, 18.2% and 16.76% respectively 

Table 3. 
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 Table 3. Common Bean Root Rot Disease Prevalence in Different Agroecological Zones in Tharaka Nithi County  

Prevalence 

AEZ Root rot diseases N Mean (%) Mean (%) Cv (%) Lsd (α = 0.05) 

 Fusarium 5 46.48 a    

LM4 Macrophomina 5 31.16 c 
   

 
Pythium 5 22.18 d 34.17 9.05 4.146 

 Rhizoctonia 5 36.84 b    

 Fusarium 5 21.66 b    

 Macrophomina 5 27.74 a    

LM5 Pythium 5 13.1 c 20.63 
 

3.921 
     14.18  

 Rhizoctonia 5 20 b    

 Fusarium 5 41.4 a    

 
Macrophomina 5 2.36 d 

   

UM1 Pythium 5 12.86 b 16.76 
 

2.183 
     9.73  

 Rhizoctonia 5 10.32 c    

 Fusarium 5 36.32 a    

 
Macrophomina 5 6.12 d 

   

UM2 Pythium 5 18.64 b 18.2 
 

3.740 
     15.33  

 Rhizoctonia 5 11.72 c    

 Fusarium 5 57.24 a    

 
Macrophomina 5 18.92 d 

   

UM3 Pythium 5 32.76 c 37.58 
 

3.157 
     6.266  

 
 

Rhizoctonia 

aMeans followed by 

5 

same lett 

41.4 b 

ers are not signif 

 

icantly different 

 

at 5% probabili 

 

ty level. 
 

There was significant (p < 0.05) variation of the 

prevalence of the various common bean root rot diseases 

among the AEZs. In all the five bean growing agroecological 

zones, p = .0001 Table 4. In AEZ LM4, Fusarium root rot 

diseases had the highest prevalence (46.48%). Rhizoctonia, 

Macrophomina and Pythium root rot disease had a prevalence 

of 36.48%, 31.16% and 22.18% respectively. In AEZ LM5, 

Macrophomina root rot was the most prevalent (27.74%) 

followed by Fusarium root rot (21.66%) and Rhizoctonia root 

rot (20.0%). Pythium root rot had the least prevalence 

(13.1%) in the AEZ. In AEZ UM1, Fusarium root rot was the 

most prevalent (41.4%), followed by Pythium (12.86%). 

Rhizoctonia and Macrophomina root rot diseases had 

prevalence rates of 10.32% and 2.36% respectively. 

In AEZ UM2, Fusarium root rot had the highest prevalence 

(36.32%). Pythium and Rhizoctonia root rots had a 

prevalence of 18.64% and 11.72% while Macrophomina root 

rot had the least prevalence (6.12%). In AEZ UM3, Fusarium 

was the most prevalent (57.24%) followed by Rhizoctonia 

root rot (41.4%). Pythium root rot had a prevalence of 32.76% 

while Macrophomina root rot disease had the least prevalence 

(18.92%) Table 3. 
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Table 4: Analysis of Variance for the Prevalence of Bean Root Rot Disease in Different Agroecological Zones in Tharaka 

Nithi County 

Source DF Sum of 

Squares 

Mean Square F Value P value 

ANOVA for the Prevalence of Bean Root Rots in LM4 

Pathogen 3 1557.43 519.14 54.30 <.0001 

Error 16 152.98 9.56   

Corrected Total 19 1710.41    

ANOVA for the Prevalence of Bean Root Rots in LM5 

Pathogen 3 543.55 181.18 21.18 <.0001 

Error 16 136.86 8.55   

Corrected Total 19 680.42    

ANOVA for the Prevalence of Bean Root Rots in UM1 

Pathogen 3 4355.85 1451.95 547.49 <.0001 

Error 16 42.43 2.65   

Corrected Total 19 4398.29    

ANOVA for the Prevalence of Bean Root Rots in UM2 

Pathogen 3 2582.22 860.74 110.60 <.0001 

Error 16 124.52 7.78   

Corrected Total 19 2706.74    

ANOVA for the Prevalence of Bean Root Rots in UM3 

Pathogen 3 3862.68 1287.56 232.17 <.0001 

Error 16 88.73 5.55   

Corrected Total 19 3951.41    

 

IV. DISCUSSION 
The study revealed that the disease in Tharaka Nithi county, 
Kenya was caused by several microorganisms which include 
Fusarium, Pythium, Rhizoctonia and Macrophomina spp. 
These observations concur with the study findings which 
showed that the disease in legumes in Busia County, in 
western Kenya was caused by multiple pathogens including F. 
solani, F. oxysporum, Macrophomina spp., Pythium spp., and 
Rhizoctonia spp [19]. In addition, several studies across Sub 
Saharan Africa have also shown that the disease in beans is 
caused by a complex of oomycete and fungal pathogens [13, 
19]. On the other hand, the study showed that the disease 
pathogens occurred in all bean growing agroecological zones 
of the county. This would be attributed to the diversity of the 
pathogens which caused the disease in common bean. 
However, there was high prevalence of root rot diseases in 
AEZ UM 3 (37.58 %) [Table 3] as compared to other AEZs. 
The low temperatures (19-21 °C) and high relative humidity 
(60-70%) in this AEZ, were favourable to the thriving of the 
bean root rot pathogens [20]. These observations align with 
previous findings which showed that planting seeds in cold 
soil increases the incidences of root rot disease in faba bean 
[21]. Low prevalence of the disease in AEZ UM 1, may be 
attributed to the high humidity (70-80%) but very low 
temperature (14-19 °C) characterizing the AEZ [22]. Common 
bean is a warm-season crop (17.5-27 °C), hence there was 
limited bean farming in this AEZ leading to low prevalence of 
the disease [23, 24]. 

There was significant variation of the prevalence of the 

bean root rot diseases among the bean growing agroecological 

zones of the county. The disparity in prevalence may be 

attributed to the variations in environmental conditions which 

favoured or hindered the multiplication of the pathogens [25]. 

Generally, Fusarium spp had the highest prevalence compared 

to other root rot disease pathogens in UM 3 (57.24 %), UM 2 

(36.32 %), UM 1 (41.4 %) and LM 4 (46.48 %) [Table 3]. This 

may be attributed to favourable environmental conditions in 

these AEZs that promoted the proliferation of the pathogen 

[13]. In general, the UM1, UM2 and UM3 agroecological 

zones are characterized by low temperatures (14-21 °C) and 

high humidity (60-80 %) that favour thriving of Fusarium spp 

[25]. In addition, the predominant nitrosols type of soil in these 

AEZs is acidic with low amount of organic carbon which 

favour growth and reproduction of Fusarium spp [16]. The 

high prevalence of Fusarium spp pathogens also might be due 

to the number of Fusarium species which cause the disease in 

plants. Previous study findings showed that eight species of 

Fusarium caused the root rot disease in legumes [26]. On the 

other hand, the highest prevalence of Macrophomina root rot 

disease was observed in LM 5 (27.74 %) and LM 4 (31.16 %) 

[Table 3]. These AEZs are characterized by high temperature 

(28-35 °C) and relative low humidity (40%) [27]. 

Consequently, the high prevalence of Macrophomina root rot 

in these AEZs may be associated with the high temperatures 

and drought stress conditions which favoured infection of host 

plants [27]. These results align with the study findings which 

showed that high temperature (28-35 °C) and low water 
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potential (40%) are favourable for development of charcoal 

root rot disease in mung bean and urdbean [28]. 

V. CONCLUSION 

This study showed that bean root rot disease is prevalent in all 

bean growing agro-ecological zones in Tharaka nithi county, 

Kenya. However, the prevalence of the root rot disease in 

common bean varies with the agro-ecological zones due to the 

difference in environmental factors in the AEZs. In addition, 

the disease is caused by multiple soil borne pathogens which 

include Fusarium spp., Pythium spp., Rhizoctonia spp and 

Macrophomina spp. The findings showed that root rot disease 

caused by Fusarium spp had the highest prevalence across the 

AEZs in the county. 

ACKNOWLEDGMENTS 

The authors are grateful to the Chuka University Internal 

Research Fund for the research grant to the first author. 

 

VI. REFERENCES 

 

[1] L. M. Diaz, V. Arredondo, D. Ariza-Suarez, J. 

Aparicio, H. F. Buendia, C. Cajiao, et al., "Genetic Analyses 

and Genomic Predictions of Root Rot Resistance in Common 

Bean Across Trials and Populations," Frontiers in Plant 

Science, vol. 12, pp. 1–15, 2021. 

 

[2] P. Sica, A. Galvao, F. Scariolo, C. Maucieri, C. 

Nicoletto, C. Pilon, et al., "Effects of Drought on Yield and 

Nutraceutical Properties of Beans (Phaseolus spp.) 

Traditionally Cultivated in Veneto, Italy," Horticulture, pp. 

1–15, 2021. 

 

[3] A. M. Nadeem, M. Z. Yaken, M. Q. Shahid, E. 

Habyarimana, H. Yilmaz, A. Alsaleh, et al., "Common bean 

as a potential crop for future food security: an overview of 

past, current and future contributions in genomics, 

transcriptomics, transgenics and proteomics," Biotechnology 

and Biotechnological Equipment, vol. 35, no. 1, pp. 758–786, 

2021. 

 

[4] M. M. Nay, T. L. Souza, B. Raatz, C. M. Mukankusi, 

M. C. Goncalves-Vidigal, A. F. Abreu, et al., "A Review of 

Angular Leaf Spot Resistance in Common Bean," Crop 

Science, vol. 59, pp. 1376–1391, 2019. 

 

[5] S. F. Sanyang, A. Yaouba, T. R. Kinge, and C. M. 

Tankou, "Survey of Cultural Practices and Assessment of 

Some Foliar Fungi Diseases of Common Bean (Phaseolus 

vulgaris L.) in the Western Highlands of Cameroon," Journal 

of Advances in Biology & Biotechnology, vol. 22, no. 1, pp. 

1–15, 2019. 

 

[6] J. Gil, D. Solarte, J. D. Lobaton, V. Mayor, S. 

Barrera, C. Jara, et al., "Fine-mapping of angular leaf spot 

resistance gene Phg-2 in common bean and development of 

molecular breeding tools," Theoretical and Applied Genetics, 

vol. 132, pp. 2003–2016, Apr. 2019. 

[7] FAOSTAT, "Food and Agriculture Organization of 

the United Nations," 2019. [Online]. Available: 

https://www.fao.org/faostat/en/#data/QC. [Accessed: 12-Jun- 

2020]. 

 

[8] S. P. Wanjala, D. Karanja, S. Wambua, G. Otiep, C. 

Odhiambo, and E. Birachi, "Market Arrangements used by 

Smallscale Bean Farmers in Kenya: What Needs to Change 

for Sustainable Trade Volumes," African Crop Science 

Journal, vol. 27, no. 2, pp. 119–131, 2019. 

 

[9] Ministry of Agriculture, Livestock and Fisheries 

(MoALF), "Kenya Dry Beans Production By Counties 2012– 

2018,"  2021. [Online]. Available: 

http://kilimodata.org/gl/dataset/kenya-dry-beans-production- 

by-counties. [Accessed: 2021]. 

 

[10] V. Gichuru, R. Buruchara, and P. Okori, 

"Pathogenic and Molecular Characterisation of Pythium spp. 

Inducing Root Rot Symptoms in Other Crops Intercropped 

with Beans in Southwestern Uganda," Journal of Applied 

Biosciences, vol. 104, no. 1, pp. 9955–9964, 2016. 

 

[11] S. Mayo-Prieto, A. Rodriguez-Gonzalez, A. 

Lorenzana, S. Gutierrez, and P. Casquero, "Influence of 

Substrates in the Development of Bean and Pathogenicity of 

Rhizoctonia solani J G Kuhn," Agronomy, vol. 10, pp. 1–12, 

2020. 

 

[12] H. A. Ketta and O. A. Hewedy, "Biological Control 

of Phaseolus vulgaris and Pisum sativum root rot disease 

using Trichoderma species," Egyptian Journal of Biological 

Pest Control, pp. 1–9, 2021. 

 

[13] S. A. Were, R. Narla, E. W. Mutitu, J. W. Muthomi, 

L. M. Munyua, D. Roobroeck, et al., "Biochar and 

Vermicompost Soil Amendments Reduce Root Rot Disease 

of Common Bean (Phaseolus vulgaris L.)," African Journal 

of Biological Sciences, vol. 3, no. 1, pp. 176–196, 2021. 

 

[14] Ministry of Agriculture, Livestock and Fisheries 

(MoALF), "Climate Risk Profile for Tharaka Nithi County. 

Kenya County Climate Risk Profile Series," 2017. 

 

[15] Tharaka-Nithi, "Development Plan CIDP 2018– 

2022," 2018 

 

[16] A. W. Wawire, A. Csorba, J. A. Toth, E. Micheli, M. 

Szalai, E. Mutuma, and E. Kovacs, "Soil Fertility 

Management among Smallholder Farmers in Mount Kenya 

East," Heliyon, vol. 7, no. 3, 2021. 

[17] E. Fearon, S. T. Chabata, J. A. Thompson, F. M. 

Cowan, and J. R. Hargreaves, "Sample Size Calculations for 

Population Size Estimation Studies Using Multiplier Methods 

With Respondent-Driven Sampling Surveys," Journal of 

Medical Internet Research, Public Health and Surveillance, 

vol. 3, no. 3, pp. 1–8, 2017. 

 
42 

https://doi.org/10.20428/jst.v30i2.2470 

https://www.fao.org/faostat/en/%23data/QC
http://kilimodata.org/gl/dataset/kenya-dry-beans-production-by-counties
http://kilimodata.org/gl/dataset/kenya-dry-beans-production-by-counties
https://doi.org/10.20428/jst.v30i2.2470


Araka, A. M. Muraya, M.M. Kuria, E. K. 
Volume 30, Issue (2), 2025 

 

 

[18] G. Getachew, A. Tesfaye, and T. Kassahun, 

"Evaluation of Disease Incidence and Severity and Yield Loss 

of Finger Millet Varieties and Mycelial Growth Inhibition of 

Pyricularia grisea Isolates Using Biological Antagonists and 

Fungicides in Vitro Condition," Journal of Applied 

Biosciences, vol. 73, pp. 5883–5901, 2014. 

[19] J. W. Muthomi, B. Mbugua, M. Wagache, and A. 

Fulano, "Management of Bean Root Rots by Intercropping 

and Legume Diversification," International Journal of 

Agricultural Sciences, vol. 6, no. 1, pp. 155–167, 2024. 

[20] M. Kumar and N. Kudada, "Effect of Sowing Dates 

and Weather Conditions on Rhizoctonia Root Rot Disease 

Incidence and Green Pod Yield of French Bean," Journal of 

Pharmacognosy and Phytochemistry, vol. 7, no. 3, pp. 893– 

899, 2018. 

[21] A. Sisic, J. Bacanovic-Sisic, H. Schmidt, and M. R. 

Finckh, "Farming System Effects on Root Rot Pathogen 

Complex and Yield of Faba Bean (Vicia faba) in Germany," 

Frontiers in Plant Science, 2022. 

[22] F. S. Mairura, C. M. Musafiri, M. N. Kiboi, J. M. 

Macharia, O. K. Ngetich, C. A. Shisanya, et al., "Farm 

Factors Influencing Soil Fertility Management Patterns in 

Upper Eastern Kenya," Elsevier, 2021. 

[23] Infonet-Biovision, "Plant Health: Beans," 2020. 

[Online].  Available: https://www.infonet- 

biovision.org/planthealth/crops/beans. [Accessed: 10-Jul- 

2020]. 

[24] D. N. Komo, T. Akuja, and J. Kimatu, "Productivity 

Screening of Common Bean (Phaseolus vulgaris L.) Varieties 

and Agronomic Trait Eco-Seasonal Morphological and 

Physiological Characterization," East African Journal of 

Agriculture and Biotechnology, vol. 5, no. 1, pp. 162–175, 

2022. 

[25] P. Paparu, A. Acur, F. Kato, C. Acam, J. Nakibuule, 

S. Musoke, et al., "Prevalence and Incidence of Four 

Common Bean Root Rots in Uganda," Experimental 

Agriculture, vol. 54, no. 6, pp. 1–12, 2017. 

[26] P. N. Okello, K. Petrovic, B. Kontz, and F. M. 

Mathew, "Eight Species of Fusarium Cause Root Rot of Corn 

(Zea mays) in South Dakota," American Phytopathological 

Society, vol. 20, 2019. 

[27] S. Lamini, E. Cornelius, F. Kusi, A. Danquah, P. 

Attamah, Z. Mukhtaru, et al., "Prevalence, Incidence and 

Severity of New Root Rot Disease of Cowpea Caused by 

Macrophomina phaseolina (Tassi) Goid in Northern Ghana," 

West Africa Journal of Applied Ecology, vol. 28, no. 2, pp. 

140–154, 2020. 

[28] A. K. Basandrai, A. K. Pandey, P. Somta, and D. 

Basandrai, "Macrophomina phaseolina–Host Interface: 

Insights Into an Emerging Dry Root Rot Pathogen of 

Mungbean and Urdbean, and Its Mitigation Strategies," Plant 

Pathology, pp. 1263–1275, 2021. 

 

. 
 

 

 

 

43 https://journals.ust.edu/index.php/JST 

https://www.infonet-biovision.org/planthealth/crops/beans
https://www.infonet-biovision.org/planthealth/crops/beans
https://journals.ust.edu/index.php/JST

